Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.004 Å; R factor = 0.055; wR factor = 0.154; data-to-parameter ratio = 15.3.
In the title compound, [Co(C 21 H 15 O 3 ) 3 ], the Co III ion is coordinated in a slightly distorted octahedral environment by three phenolate O and three benzoyl O atoms from three monoanionic bidentate 2,6-dibenzoyl-4-methylphenolate ligands. The dihedral angles between the mean planes of the central phenolate rings and the peripheral phenyl rings are 46.62 (10)/87.06 (9), 60.44 (8)/23.13 (8) and 46.49 (6)/ 65.29 (6) . The crystal packing is stabilized by weak intermolecular C-HÁ Á ÁO interactions. Molecules are further linked by two -[centroid-centroid distances = 3.8612 (14) and 3.9479 (14) Å ] and four C-HÁ Á Á interactions, forming a three-dimensional network.
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Experimental
Crystal data [Co(C 21 Table 1 Hydrogen-bond geometry (Å , ).
Cg7, Cg9, Cg11 and Cg12 are the centroids of the C9A-C14A, C9C-C14C, C16B-C21B and C16C-C21C rings, respectively. 
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Comment
In recent years phenol-based diketones have been widely used as ligands forming complexes with interesting properties that are useful in material science (Church & Halvorson, 1959; Olsson et al., 2005; Burschka et al., 2013) and in biological systems (Erkkila et al., 1999; Metcalfe & Thomas, 2003; Generex & Barton, 2010) . The crystal structure of 4-methyl-2,6-dibenzoylphenol (mdbpH)), 4-tert-butyl-2,6-dibenzoylphenol (bdbpH) and their chromium(III) complexes have been reported earlier (Gupta et al., 2002 (Gupta et al., , 2012a (Gupta et al., , 2012b . We herein report the synthesis and X-ray crystal structure analysis of the title compound.
The molecular structure of the title compound, [Co(C 21 H 15 O 3 ) 3 ], is shown in (Fig.1) conjugation between the phenolato and phenyl rings in the mdbp ligands. Further, there are significant differences in the O-C-C-C torsion angles, O1A/C1A/C2A/C8A (-9.9 (4)°), O1B/C1B/C2B/C8B (-2.1 (4)°) and O1C/C1C/C2C/C8C (3.8 (4)°) than that observed in the ligand, O1/C1/C2/C8 (0.0 (3)°) (Gupta et al., 2002) which suggest that distortions are driven by steric interactions. The crystal packing is stabilized by weak C-H···O intermolecular interactions (Fig.2 , Table   1 ). Molecules are further linked by two π-π [Cg2-Cg10 = 3.9479 (14) Å, Cg7-Cg7i = 3.8612 (14) Å, symmetry code (i): 1 -x, -y, -z, where Cg2, Cg7 and Cg10 are the centroids of the phenolate (Co/O1B/C1B/C2B/C8B/O2B), and phenyl (C9A-C14A, C16A-C21A) rings, respectively and four C-H···π (C10B-H10B-Cg12 = 3.634 (3) Å, C11B-H11B-Cg7i = 3.479 (3) Å, C18C-H18C-Cg9i = 3.720 (4) Å, C20C-H20C-Cg11ii = 3.332 (3) Å, symmetry code (i): 1 + x, y, z; ii: 2 -x, -1/2 + y, +1/2 -z where Cg9, Cg11 and cg12 are the centroids of phenyl (C9C-C14C, C16B-C21B, C16C-C21C rings)) interactions to form a three-dimensional network.
Experimental
An 
Refinement
H atoms were positioned geometrically and refined using the riding model, with C-H distance of 0.95-0.98 Å, with U iso (H) = 1.20 U eq (C) or 1.50 U eq (C) for methyl H atoms. (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) . are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (9 117.9 (2) C9C-C14C-C13C 120.0 (3) O1B-C1B-C2B 125.1 (2) C9C-C14C-H14C 120.0 C6B-C1B-C2B 117.0 (2) C13C-C14C-H14C 120.0 C3B-C2B-C1B 119.3 (2) O3C-C15C-C16C 121.0 (2) C3B-C2B-C8B 120.1 (2) O3C-C15C-C6C 120.5 (2) C1B-C2B-C8B 120.6 (2) C16C-C15C-C6C 118.5 (2) C4B-C3B-C2B 122.6 (2) C21C-C16C-C17C 119.3 (2) C4B-C3B-H3BA 118.7 C21C-C16C-C15C 118.7 (2) C2B-C3B-H3BA
Computing details
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
118.7 C17C-C16C-C15C 122.0 (2) C3B-C4B-C5B 117.4 (2) C18C-C17C-C16C 120.1 (3) C3B-C4B-C7B 121.3 (2) C18C-C17C-H17C 120.0 C5B-C4B-C7B 121.3 (2) C16C-C17C-H17C 120.0 C6B-C5B-C4B 122.4 (2) C17C-C18C-C19C 120. Symmetry codes: (i) −x+1, −y+1, −z+1; (ii) x, −y+3/2, z+1/2; (iii) −x+1, y+1/2, −z+1/2; (iv) x+1, y, z; (v) −x+2, y−1/2, −z+1/2.
